Supplementary Figure S8 . Model of the involvement of GF14/GRF11, a 14-3-3 protein, in a potential network of root Fe-deficiency regulated responses. Solid arrows represent transcriptional activation, dashed arrows represent protein-protein interactions or biochemical activity. FIT protein responds to an unknown upstream signal (?) to upregulate expression of GRF11. GRF11 protein has been confirmed to activate AHA2 protein activity, and AHA2 transcripts are also increased under Fe deficiency. GRF11 may interact with 14-3-3 consensus motifs in 4CL to alter the phenylpropanoid pathway, a rac GTPase activating protein, and bHLH101 and WRKY22 transcription factors to activate unknown downstream targets.
